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Introduction

Early bioprocess development relies on high-throughput systems like 96-deepwell microtiter plates

(MTPs) to screen strains and conditions. The microTOM (micro scale Transfer rate Online

Measurement) measures Oxygen Transfer Rate (OTR) in each individual well of a MTP [1]. As a
direct indicator of metabolic activityy, OTR Is essential for identifying growth behaviour, substrate
consumption and oxygen uptake and limitations. Using Komagataella phaffii with varying methanol
utilization phenotypes (BG10 (Mut*), X-33 (Mut*) and CS310 (Mut®)) as model organisms, we
demonstrate the system’s versatility in screening for strain and cultivation conditions.
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 Mineral media caused delayed initial growth compared to YPD, and the two
Figure 5: Methanol uptake rate. Linear fit of MeOH concentration vs. At for BG10 Mut*

(1.175 g/L/h) and CS310 MutS (0.665 g/L/h).

mineral media showed distinct metabolic patterns on glucose

Tem peratu re Screen i ng  The Mut* strain BG10 showed methanol uptake rates of 0.21, while the

MutS strain CS310 showed 0.11 g/g/h
The OTR signal is proportional to biomass and can be used to estimate the specific  « Values are consistent with literature [2]

grOWth rate. Three strains were cultivated at 20, 25, 28, 32, 34, and 37 °C on mineral » Rapid estimation without the need for HPLC ana|ysis and can guide feeding
Seed medium with 10 g/L glycerol. The estimated growth rate was plotted against rates for fed-batch processes
temperature, resulting in a bell-shaped response curve.
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